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Primary sources

*Addgene (hittps://www.addgene.org/)
* Part toolkits and backbone vectors

Phytozome (htips://phytozome-next.jgi.doe.gov/)
*Species specific parts, plant-specific BLAST



https://www.addgene.org/
https://phytozome-next.jgi.doe.gov/

O a d d ge ne Login | Create Account () Track Order Browse Addgene's Repository

Browse our collection of 145,736 plasmids contributed by 6,086 research labs around the world. If you can't find what you're looking for, contact us at
help@addgene.org

Catalog v Deposit v Education & Tools v Help Center v
Plasmid Collections Depositing Scientists and Most Requested Items
Institutions
Browse our collection of over 145736 Learn more about our most highly
plasmids. Addgene distributes plasmids on behalf requested plasmids.
e e ' - a o of 6,086 research labs from 1,321
Bacterial Fluorescent institutions around the world Blue Flame Awardees
Expression Proteins
L3 Deposting Institutions Highly Requested Plasmids and Kits
- are clence Chemogenetics  Optogenetics
Depositing Scientists
CRISPR Viral Plasmids

Recent Deposits
Empty Backbones = View all

Search Repository Deposit Materials

and browse for useful
seguences

- All plasmids have . (8 T
genbank files, but some

https://www.addgene.org/kits/
are better annotated m—— = =

AspFlex Kit - Godoy-Carter
BIOFAB plasmid set - Endy
CEAS (C-SWAT for Essential Allele Strains) Kit - Mitra

Browse by Expression System Browse by Species of Gene Browse by Vector Type

lant Chicken Mouse AAV Luciferase

['_W Browse Catalog Plasmids e T eTeD. "
= \ Insect

jorms Fly Nematode Cre/Lox Retroviral
Mammalian east Frog Rat CRISPR Synthetic Biology

Human Zebrafish Lentiviral

Filter By | Expression~ ] [ Vector Types ~ ] [ Species ~ ][ More Filters +

.

Plant Expression X

than others

« CIDAR MoClo Extension, Volume | - Murray Showing: 1-20 of  plasmid Kits page: 20 v Previous - 2 3 4 Next
« CIDAR MoClo Parts Kit - Densmore Bacterial Strains
« Cultivarium POSSUM Toolkit - Ostrov, Gilbert, Cultivarium Al

.

CyanoGate Kit - McCormick

EcoFlex MoClo Toolkit for E. coli synthetic biology - Freemont
GoldenBraid 2.0 Kit - Orzaez

GoldenPiCS Kit - Gasser, Mattanovich, & Sauer

Joint Modular Cloning (JMC) Toolkit - Voytas

Komagataeibacter Tool Kit (KTK) - Ellis pch41 373
Marionette Sensor Collection - Voigt :

MoChlo: Modular Cloning Chloroplast Toolbox - Lenaghan (Plasmld #50252)
MoClo Toolkit - Marillonnet

MoClo Pichia Toolkit - Sieber

MoClo Plant Parts Kit - Patron

Browse / Sylvestre Marillonnet / Engleretal / pICH41373

will auto-annotate
sequences
- Many parts have

4 Print

.

« MoClo Plant Parts Il and Infrastructure Kit - Stuttmann Depositing Labs
| « MoClo Plant Parts Ill: Transformation & Genome Engineering Kit - Voytas Sylvestre Marillonnet, Nicola Patron
a re a y e e n « MoClo Yeast Secretion and Display (YSD) Toolkit - Young
« MoClo Yeast Toolkit (YTK) - Dueber Publication

Multiplex Yeast Toolkit (MYT) - Ellis
openCIDAR MoClo Toolkit - Young
Start-Stop Assembly Toolkit - Heap
Sybody Generation Toolbox - Seeger
The Mammalian Toolkit - E-Samad

Engler et al ACS Synth Biol. 2014 Nov 21;3(11):839-

43. doi: 10.1021/sb4001504. Epub 2014 Feb 20.
(How to cite ¥)

standardized

« Ubigate Collection - Trujillo sequence Information

« Ubiquiton Kits - Ulrich Sequences (3)

» Yeast GoldenBraid Cloning System and Toolkit - Bernat

» Yeast GPCR-sensor Toolkit - Ellis Enlarge | View all sequences

Yeast Secrete and Detect - Marillonnet

Return to Top



http://plannotate.barricklab.org/
https://www.addgene.org/kits/

New parts!
Phytozome and
Plant GeneAtlas
- Login before
searching to save!
- Comparative

genomics for
identifying similar
genes across plant
species

- Easy-ish sequence
viewer tools

Citing Phytozome: David M. Goodstein, Shenggiang Shu, Russell Howson, Rochak Neupane, Richard D. Hayes, Joni Fazo, Therese Mitros,
William Dirks, Uffe Hellsten, Nicholas Putnam, and Daniel S. Rokhsar, Phytozome: a comparative platform for green plant genomics,
Nucleic Acids Res. 2012 40 (D1): D1178-D1186

In addition, please cite the relevant publication(s) (listed on each genome's info page and in the Data Policy files in the JGI Data Portal) for
genome data you acquire from Phytozome.

1.  zea genomes selected ¥

2. find genes by keyword < search by BLAST < get standard data files

Archaeplastida Search results: 16 hits found
Rhodophyta Search term: clavata

build custom data sets

Porphyra umbilicalis v1.5 G (UNRST) (J6i) Target: Z.mays RefGen_V4

\liridinlantao Revise Query

Search Results [ Export |

Views Organism 2 4 Description
= O Zmays RefGen_V4 (16)
0O Zmays RefGen_V4
0O Zmays RefGen_V4
clal M 7 mave RafGan V4

report view

key: 5UTR

—> Sequences

x  Genomic sequence [252]

Show flanking sequence — upstream: 0 downstream: 0

>Z.mays RefGen V4|Zm00001d001990|2:4060450..4060702 forward
ATGAGAAGGCGGTGGTCCCGCGCCGCGGTGCTCGCGTGCTTACTGCTCCTCGCGTGCGTCGCCGAGTCGCGCGE
GGCCCAGGAGAGCAGCGGCGGGGCGCGTTCGACGTCGTGGTCGTCGGCCTCGTCAGCATCGGCCTCGGCCGTCGGTGE

Zm00001d001990 - (1 of 3) PTHR34545:SF1 - CLAVATA3/ESR (CLE)-RELATED PR
Zm00001d013054 - (1 of 4) PTHR34277//PTHR34277:SF2 - FAMILY NOT NAMED
7m0NNN1ANRARNT - (1 of 4 PTHR24277//PTHRR4277:SF2 - FAMIIY NOT NAMFN

CcDs 3'UTR

GCGAGATGGTCGACGAG

GACAAGCGCCGCGTGCCCACGGGGCCCAACCCGCTGCACAACCGATGA

+ Transcript sequence [252]

+ CDS sequence [252]

x Peptide sequence [84]

>Z.mays RefGen V4|Zm00001d001990 P001
MRRRWSRAAVLACLLLLACVAESRAVPDASGGGGGPGEQRRGAFDVVVVGLVSIGLGRRWRAGEMVDEDKRRVPTGPNPLENR*

terminator sequence

BLAST this sequence at: M

codon optimization




Plant GeneAtlas

- Allows you to view
expression across
tissues of specific
genes

ePlant

- does it better!

- but needs gene IDs
(GRMZM2G158252)

- Expression Anglers
Arabidopsis
Developmental Atlas
Viewer

- Single-cell expression!
- Pretty slow to load
Other sources!

Expression: Bradi2g35720 and most co-expressed genes, GeneAtlas v2 FPKM experiment group

[GeneAtias v2 FPKM v]
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https://bar.utoronto.ca/
http://neomorph.salk.edu:9000/

- For chromatin information
(selecting promoter regions):
https://epigenome.genetics.u
ga.edu/PlantEpigenome/

- SCPlantDB for additional

Other part sources: Single—CeII eXpreSSion data:

https://biobigdata.nju.edu.cn/

scplantdb/home



https://epigenome.genetics.uga.edu/PlantEpigenome/
https://epigenome.genetics.uga.edu/PlantEpigenome/
https://biobigdata.nju.edu.cn/scplantdb/home
https://biobigdata.nju.edu.cn/scplantdb/home

