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Abstract: Spatial transcriptomics has become increasingly accessible to researchers due to
commercialization and adoption of the technology by research centers. While the barriers for data
generation have progressively decreased, data analysis is still a major obstacle for many researchers.
This talk explores several steps of the data analysis process, with recommendations about which tools
best perform essential data processing and downstream analysis tasks. It dives into specific use cases of
these tools on spatial transcriptomics data obtained from pathogen-infected Arabidopsis Thaliana leaves.
Some topics covered include cell segmentation, scRNA-seq integration with spatial transcriptomics, and
spatial differential expression with respect to morphological landmarks or unique parts of the tissue.


